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Publication of Full Genomes in Genbank (NCBI) 
~80 complete phage genomes with complete annotation of all genes and identification of any tRNA genes.  
Genomes were peer reviewed by GenBank prior to acceptance and publication.  
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Burnett	and	Donald	P.	Breakwell.		Private	donor	Amount:	$200,000	
2. Howard	Hughes	Medical	Institute.	2009-2011.	Science	Education	Alliance-Phage	Genome	

Research Initiative. (No cash value available) 
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